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È Find out whoõs working on 
bioinformatics at Miami

È Find out who has tools and expertise at 
Miami that can be applied to 
bioinformatics research

È Get biologists and non-biologists to talk 
to (and maybe even understand!) each 
other
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È Two-hour session

È Brief introduction of attendees
ÁBiologists ðstate research problems that desire 

collaboration on

ÁNon-biologists ðgive tools and expertise available 
for collaboration on bioinformatics/biology 
problems

È Break up into informal discussion session, with 
facilitation by
ÁChun Liang and Quinn Li, botany

ÁValerie Cross and John Karro , computer science
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È Expertise in biostatistics 
ÁAnalysis of dose-related tumorigenic trends in the 

presence of treatment-related toxicity
ÁAnalysis of pharmacokinetic data, particularly, 

methods for testing the equivalence of the areas under 
concentration-time profile curves

ÁRisk assessment 
Á Inverse regression/calibration problems where the 

dose associated with a particular level of response is 
estimated and tested

ÁOptimal design of experiments for simple 
compartmental models

Á Integration of model uncertainty in the generation of 
risk estimates
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È Analysis and optimization of algorithms

È Interested in developing efficient algorithms for 
finding similar sequences in genomic databases

È Work with problems that have well -defined 
measure of similarity or difference between 
objects

È Improve problem solutions that currently use too 
much memory or take too much time

È Edit distance (number of operations to change 
one text/genomic string to another)
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